Biomolecules and Biomedicine

L]
B|Om0|eCUIe$ ISSN: 2831-0896 (Print) | ISSN: 2831-090X (Online)
S - J I t Factor® (2023): 3.1
& Biomedicine & e

www.biomolbiomed.com | www.blog.bjbms.org

The BiomolBiomed publishes an “Advanced Online” manuscript format as a free service to
authors in order to expedite the dissemination of scientific findings to the research community as
soon as possible after acceptance following peer review and corresponding modification (where
appropriate). An “Advanced Online” manuscript is published online prior to copyediting, formatting
for publication and author proofreading, but is nonetheless fully citable through its Digital Object
Identifier (doi®). Nevertheless, this “Advanced Online” version is NOT the final version of the
manuscript. When the final version of this paper is published within a definitive issue of the journal
with copyediting, full pagination, etc., the new final version will be accessible through the same
doi and this "Advanced Online" version of the paper will disappear.

RESEARCH ARTICLE
Zhu et al: UPP1 and AHSAL1 in pancreatic cancer

UPP1 and AHSAI1 as emerging biomarkers and
targets in pancreatic cancer: A proteomic
approach

Kongfan Zhu'*, Hua Hu?, Yuanfa Tao', Zhijian Yang'!, Hanjun Li'"
"Department of Pancreatic surgery, Renmin Hospital of Wuhan University, Wuhan, China;
’Department of Bone and Joint Surgery, Renmin Hospital of Wuhan University, Wuhan, China
#Kongfan Zhu and Hua Hu contributed equally to this work.

*Correspondence to Hanjun Li: lihanjun@whu.edu.cn
DOI: https://doi.org/10.17305/bb.2025.11958

Full article is available at the following link:

https://www.bjbms.org/ojs/index.php/bjbms/article/view/11958/3872



https://www.scopus.com/sourceid/91727
http://www.biomolbiomed.com/
http://www.blog.bjbms.org/
mailto:lihanjun@whu.edu.cn
https://doi.org/10.17305/bb.2025.11958
https://doi.org/10.17305/bb.2025.11958
https://www.bjbms.org/ojs/index.php/bjbms/article/view/11958/3872

I'N imups -
15 [ para-
FG
18
14
12

10
i

T ® T ® % E T E B B I 1 I I I 1 1 1 | PDE3A
28 8 8 8 3 4 § 3 4§ T & % ZE ¥ E E E %
23 2 3 2 L R A
2 g 8 € g [ R
» - ‘ . ‘ 2 8 8 g
cell motility cellular lipid metabolic process lipid metabolic process
B GoO-CC
T Groups. 14 Groups Groups
sLc27A2 para-PC 18 I para—PC
. 13| |pc e
D4
14
PEX1B 12
ACOXT 2
ABCD3 ul
ABCD1 10 10
GNPAT
ACSL4 5
PEX13
PEXT
El Fl Fl ] El
3 B B H ]
2 3 3 ° [ 3 i E B i 3
3 3 32 % 3 = AR
5 5 a 2 & bl ] bl ] 3
. & Y & 14 &
migrobody peroxisgme
C GO-MF
1 Groups Groups Groups
ACOT11 13 l para-PC l para-PC
ABCD3 - e P
ABCDH
8 3 2 3 E I B 3 E 11
¢ 8 8 £ & & & 8 § i
+ - b 4 -
a g a a o
& 2 & " &
Fatty acyl-CoA hydrolase activity
z ® 3 ® 3 T T T T 3B
SO TR R A -
b b b o o
izl a o Q o
B 8 & £ &
DNA-binding transcription factar activity
D kess
Graups 20 Groups Groups 14 Groups
pre 18 [ para-FC FUT3 mlnara%
ACOX3 16 L FC B3GNTZ | 12llPC
PLAZG1B 14 BGALTT g
T ¥ 3 =z b ] ] = = T T =
& § g8 § & 8 ¥ % T % 1 ¢ & & ¢ & § E E % R 1
i} ? 3 5 i i i ? i i
L 5 5 - o o ] o - 9
&3 4 8 3 B g 8 & ¢ 8 B
alpha-Linclenic acid metabolism

ynthesis-lacto and neolacto series

Figure S1. GO (A-C) and KEGG (D) analysis in PC vs para-PC group.
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Figure S2. BP of GO-based enrichment analysis in PD-PC vs MD-PC group.
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Figure S3. CC of GO-based enrichment analysis in PD-PC vs MD-PC group.
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Figure S4. MF of GO-based enrichment analysis in PD-PC vs MD-PC group.
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Figure S5. KEGG analysis in PD-PC vs MD-PC group.



Figure S6
PYRIMIDINE METABOLISM
———————— e

Dihydro-

Pseudouridine-
S'phosphate

o

N-Carbamoyl
Easpartate . 413323

1830 Pseudouridine

UppppU
o

ow—{3522] [35.16 —wC——

s p-Alanine )
propionate

Dihydrouracil

|
|
Barbiturate Malonate )

1179} »O%—{3521 | #0—{35195 |~ #O—————— -

3-Oxo-3-ureido-
propanoate

L-Glutamine

4
|
|

v

Ureidoacrylate
o

¥ Cytosine

O ———— 3228

RNA cTP Cytidine O Carbamate Malonate-

semialdehyde
4516 o—{351110
Cyclic- 3.Urcidoacrylate-  (Z)-3-Peroxy- Aminaacrylate
P aminoacrylite
[11742][11086] [11742][11086]

hmS5dC] D]"

hm SdCTP

dCTP

ou T

O -
DNA dCppP I

(3413 543

© Deonyeytidine

35430
35413
36123
dJupp dUMP
j;f; (o} 1749 o—31389-»0
duTe

O Urea

5-Methylbarbiturate
[117004]-»-0w—{3521 [ »0—{351 05} +0——— '
o-3-ureido.  Methylmalonate |
sobutyrate |
v

faline, leucine and
o520} (3315 w0~ _Dm
R)-Dihydro- (R> 31 ledw (R)-3-Amino-
1sobuty

¥ mmm thyming isobutyrate

240 5/17/24
(c) Kanehisa Laboratorics

Figure S6. PYRIMIDINE METABOLISM involving UPP1. The red font represents
UPP1.



Figure S7

| DRUG METABOLISM - OTHER ENZYMES
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Figure S7. Drug metabolism - other enzymes involving UPP1. The red font represents
UPP1.






