JAM3: A prognostic biomarker
for bladder cancer via
epithelial-mesenchymal
transition regulation

SUPPLEMENTARY MATERIAL 1

Boxplot of 15 genes' expression across BC and normal samples in
GEO cohort
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FXYD6 expression

161

141

124

Normal




HSPB6 expression

20 1

B
(O3]

[EEN
o

Normal



*k%

Tumor

Normal

151

uoissaidxa gNITAd



PLA2G4C expression
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