JAM3: A prognostic biomarker
for bladder cancer via
epithelial-mesenchymal
transition regulation

SUPPLEMENTARY MATERIAL 3

Boxplot of 14 genes' expression across BC and normal samples in
TCGA cohort
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DIXDC1 expression
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FHL1 expression
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PDLIM3 expression
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PLA2G4C expression

Normal




*k%k

oT'.o

Normal

Tumor

0
N~

o
To
uoissaidxs ZTISvy

0
o



*k%

Normal

Tumor

12 -

o
—

© ©

uoissaldxe T10HVdS



*k%k

Tumor

Normal

© < N
uoissaldxe £9491



	boxplot.BIN1
	boxplot.CNN1
	boxplot.COL6A2
	boxplot.DCN
	boxplot.DIXDC1
	boxplot.FHL1
	boxplot.FLNC
	boxplot.FXYD6
	boxplot.HSPB6
	boxplot.PDLIM3
	boxplot.PLA2G4C
	boxplot.RASL12
	boxplot.SPARCL1
	boxplot.TGFB3



